








sample genome
2 x 3B nucleotides

(A, G, C, T)

1B x 100bp
+ quality scores

reference genome





CCCAGCTCAAAGGCTGCAGCACGCTTTAACCGAAAGAATGCA...GTTTAGCTCAAAGAG...

reference genome 

AGCTCAAA GAAAGAAT

CCCAGCTCAAAGGCTGCAGCACGCTTTAACCGAAAGAATGCAG

read sequence

hash index of seed  {locations}





“This analysis of DNA sequences required just 96 minutes. 

A similar analysis conducted with the use of previous 

generations of computational software on the same 

hardware platform would have taken 24 hours or more to 

complete, Chiu said.”
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